


RAW SEQUENCE LISTING 
ERROR REPORT 




The Biotechnology Systems Branch of the Scientific and Technical Information 
Center (STIQ detected errors when processing the following computer readable 
form: - 

• Application Serial Number: /o/o/S^j, 

Source: Ml£ - 

Date Processed by STIC: //yZnO^ 

THE ATTACHED PRINTOUT EXPLAINS DETECTED ERRORS. 

PLEASE FORWARD THIS INFORMATION TO THE APPLICANT BY EITHER: 

1) INCLUDING A COPY OF THIS PRINTOUT IN YOUR NEXT COMMUNICATION TO THE 
APPLICANT, WITH A NOTICE TO COMPLY or, 

2) TELEPHONING APPLICANT AND FAXING A COPY OF THIS PRINTOUT, WITH A 

NOTICE TO COMPLY 
FOR CRF SUBMISSION QUESTIONS, PLEASE CONTACT MARK SPENCER, 703-308-4212. 

FOR SEQUENCE RULES INTERPRETATION, PLEASE CONTACT ROBERT WAX, 703-308-4216. 
PATENTIN 2.1 e-mail help: Datin21help@.uspto.gov or phone 703-306-41 19 (R. Wax) 
PATENTIN 3.0 e-mail help: patin3help(a>.uspto.gov or phone 703-306-4119 (R. Wax) 

TO REDUCE ERRORED SEQUENCE LISTINGS, PLEASE USE THE CHECKER 
VERSION 3.1 PROGRAM, ACCESSIBLE THROUGH THE U.S. PATENT AND 
TRADEMARK OFFICE WEBSITE. SEE BELOW FOR ADDRESS: _ 
http://www.uspto.gov/web/offices/pac/checker 

Applicants submitting genetic sequence infomiation electronically on diskette or CD-Rom should be aware fliat there i 

a possibility that the disk/CD-Rom may have been affected by treattnent given to all incoming mail. 

Please consider using alternate methods of submission for the disk/CD-Rom or replacement disk/CD-Rom, including: 

1. EFS-Bio (<http://www.uspto.gov/ebc/efs/downloads/documents.htm> , EPS Submission 

User Manual - ePAVE) 

2. U.S. Patent and Trademark Office, Box Sequence, P:0. Box 2327, Arlington, VA 22202 

3. Hand Carry directly to: 

U.S. Patent and Trademark Office, Technology Center 1600, Reception Area, 7 Floor, Exammer Name, 
Sequence Information, Crystal MaU One, 191 1 South Clark Street. Arlington, VA 22202 
Or 

U.S. Patent and Trademark Office, Box Sequence, Customer Window, Lobby, Room 1B03, Crystal Plaza Two, 
2011 South Clark Place, Arlington, VA 22202 ««. 

4. Federal Express, United Parcel Service, or other delivery service to: U.S. Patent and Trademark Office, 
Box Sequence, Room IBOS-Mailroom, Crystal Plaza Two, 2011 Soufli Clark Place, Arlington, VA 22202 
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OIPE 



RAW SEQUENCE LISTING DATE: 01/02/2002 

PATENT APPLICATION: US/10/015,186 TIME: 11:29:35 

Input Set : A:\1718-0195P.ST25.txt y^^^^ ^ ) 

Output Set: N:\CRF3\01022002\J015186-raw 

3 <110> APPLICANT: Quibell, Martin DOGS Not Comply 

4 Taylor, Steven Corrected Diskette Needed 

5 Grabowska, Urszula 

6 Nilsson, Magnus 

7 Mor i s s on , Ver on ique 

9 <120> TITLE OF INVENTION: Cysteine Protease Inhibitors 
11 <130> FILE REFERENCE: 1718-0195P 

13 <140> CURRENT APPLICATION NUMBER: US/10/015,186 
13 <141> CURRENT FILING DATE: 2001-11-16 

13 <150> PRIOR APPLICATION NUMBER: US 60/252,840 

14 <151> PRIOR PILING DATE: 2000-11-17 

16 <150> PRIOR APPLICATION NUMBER: PCT/GBO 0/0189 4 

17 <151> PRIOR FILING DATE: 2000-05-18 

19 <150> PRIOR APPLICATION NUMBER: GB9911417.5 

20 <151> PRIOR FILING DATE: 1999-05-18 
22 <160> NUMBER OP SEQ ID NOS : 4 

24 <170> SOFTWARE: Patentin version 3.0 * . 

26 <210> SEQ ID NO: 1 • - . 

27 <211> LENGTH: 39 ^ : ^.^^^^^^ 

28 <212> TYPE: D^K j:;,:^ ^ I I C I 

29 <3A ^ ORGANISM^rtificial sequence J ^ . jJLn^ 1 1 (PA CAaA M^-'y^rnri^ 

V-_> 31 /«20>\ FEATURE: ^ ~\/ /J-^^ If I 

V--> 3l(<223>/ OTHER INFORMATION: ^ y)^hO^ 

31 <^W1> SEQUENCE:. 1 . . 

32 cgcggatccg ccaccatgga attaaacaga tttgccgat 39 

35 <210> SEQ ID NO: 2 

36 <211> LENGTH: 57 

37 <212>. TYPE: DNA 

38 <213> ORGANISM: artificial sequence 

40 <220> FEATURE: 

41 <223> OTHER INFORMATION: Primer for cDNA of cysteinyl proteinase (Falcipain 2) 

-43 <400> SEQUENCE: 2 . . - - . 

44 cgcgtcgact taatgatgat gatgatgatg ttcaattaat ggaatgaatg catcagt 57 

47 <210> SEQ ID NO: 3 
.48 <211> LENGTH: 886 

49 <212> TYPE: DNA 

50 <213> ORGANISM: artificial sequence 

52 <220> FEATURE: 

53 <223> OTHER INFORMATION: PGR product from amplification using primers for the cDNA 
;equenc 

54 e of cysteinyl proteinase (Falcipain 2) 

56 <220> FEATURE: 

57 <221> NAME/KEY: CDS 

58 <222> LOCATION: (3).. (848) 
*60 <400> SEQUENCE: 3 

61 cc atg gaa tta aac aga ttt gcc gat tta act tat cat gaa ttt aaa 47 

62 Met Glu Leu Asn Arg Phe Ala Asp Leu Thr Tyr His Glu Phe Lys 

63 • 1 5 10 15 



1 it^irsrs 
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RAW SEQUENCE LISTING DATE: 01/02/2002 

PATENT APPLICATION: US/10/015,186 TIME: 11:29:35 



Input Set : A:\1718-0195P.ST25.txt 
Output Set: N:\CRF3\01022002\J015186.raw 
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RAW SEQUENCE LISTING DATE: 01/02/2002 

PATENT APPLICATION: US/10/015,186 TIME: 11:29:35 

Input Set : A:\1718-0195P.ST25.txt 
Output Set: N:\CRF3\01022002\J015186.raw 

130 lie Pro Leu lie Glu His His His His His His 

131 275 280 

133 cctgcagccc ggggatcc 886 

136 <210> SEQ ID NO: 4 

137 <211> LENGTH: 282 

138 <212> TYPE: PRT 
Z—> 139 <213> ORGANISM: 
i*--> 14L/<i20>^ FEATURE: 
/*--> 14? <223>/ OTHER INFORMATION: 

141*"^WTJ> SEQUENCE: 4 

14 3 Met Glu Leu Asn Arg Phe Ala Asp Leu Thr Tyr His Glu Phe Lys Asn 
144 15 10 15 

147 Lys Tyr Leu Ser Leu Arg Ser Ser Lys Pro Leu Lys Asn Ser Lys Tyr 

148 20 25 30 

151 Leu Leu Asp Gin Met Asn Tyr Glu Glu Val He Lys Lys Tyr Arg Gly 

152 35 40 45 

155 Glu Glu Asn Phe Asp His Ala Ala Tyr Asp Trp Arg Leu His Ser Gly 

156 50 55 60 

159 Val Thr Pro Val Lys Asp Gin Lys Asn Cys Gly Ser Cys Trp Ala Phe 

160 65 70 75 80 

163 Ser Ser He Gly Ser Val Glu Ser Gin Tyr Ala He Arg Lys Asn Lys 

164 85 90 95 

167 Leu He Thr Leu Ser Glu Gin Glu Leu Val Asp Cys Ser Phe Lys Asn 

168 100 105 . 110 

171 Tyr Gly Cys Asn Gly' Gly Leu He Asn Asn Ala Phe Glu Asp Met He 

172 115 120 125 
175 Glu Leu Gly Gly He Cys Pro Asp Gly Asp Tyr Pro Tyr Val Ser Asp 
17-6 130 135 140 

179 Ala Pro Asn Leu Cys . Asn He Asp Arg Cys Thr Glu Lys Tyr Gly He 

180 145 . 150 155 160 

183 Lys Asn Tyr Leu Ser Val Pro Asp Asn Lys Leu Lys Glu Ala Leu Arg 

184 165 170 175 
187 Phe Leu Gly Pro He Ser He Ser Val Ala . Val Ser Asp Asp Phe Ala 
18B 180 185 190 

191 Phe Tyr Lys . Glu Gly He Phe Asp Gly Glu Cys Gly Asp Glu Leu Asn 

192 195 200 205 

195 His Ala Val Met Leu Val Gly Phe Gly Met Lys Glu He Val Asn Pro 

196 210 215 220 

199 Leu Thr Lys Lys Gly Glu Lys His Tyr Tyr Tyr lie He Lys Asn Ser 
.200 225 230 235 240 

203 Trp Gly Gin Gin Trp Gly Glu Arg Gly Phe He Asn He Glu Thr Asp 

204 245 ' 250 255 ' 

207 Glu Ser Gly Leu Met Arg Lys Cys Gly Leu Gly Thr Asp Ala Phe He 

208 260 265 270 

211 Pro Leu He Glu His His His His His His 

212 275 280 



1 /O /AO 
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VERIFICATION SUMMARY 

PATENT APPLICATION: US/10/015,186 



DATE: 01/02/2002 
TIME: 11:29:36 



Input Set : A:\1718-0195P.ST25.txt 
Output Set: N:\CRF3\01022002\J015186.raw 



•"^rlS M:270 C: Current Application Number differs. Replaced Current Application No 

•j:13 M:271 C: Current Filing Date differs, Replaced Current Piling Date 

1^:31 M:258 W: Mandatory Feature missing, <220> FEATURE: 

j:31 M:258 W: Mandatory Feature missing, <223> OTHER INFORMATION: 

0:139 M:220 C: Keyword misspelled or invalid format, <213> ORGANISM for SEQID#:4 
:i:141 M:258 W: Mandatory Feature missing, <220> FEATURE: 
j:141»M:258 W: Mandatory Feature missing, <223> OTHER INFORMATION: 



1 n/m 

A 



